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Our simulation match the in vitro kinetic measurements

Remodeling and disassembly of stochastically assembled lattices

Abstract: Clathrin-coated structures can grow surprisingly large, yet
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controls stabilization of clathrin-coated structures against

spontaneous disassembly, and shows ATPases are not required for
lattice remodeling, which is a critical advance towards predicting
productive vesicle formation.

v-axis is the clathrin copies accumulated on the membrane. Both the
simulation and experimental data can produce two timescales
(growth rate k and lag time 7). The initial growth is approximately
linear, with a steepness given by kE, with E the maximal extent of

Clathrin lattices start as monomers that face an initial barrier (~25
clathrin) to growth; Droplet-like AP-2 clusters helps to catalyze
nucleation
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